79 
ICA 158 
237 



Input file T198SHVEM1; Output File T198sHVEMl .pat 
Sequence length 1929 

GTCGACCCACGCGTCCGCTCGGCTTTGCCTGGACAGCTCCTGCCTCCCGCAGGGCCCACCTGTGTCCCCCAGCGCCGCT 
CCACCCAGCAGGCCTGAGCCCCTCTCTGCTGCCAGACACCCCCTGCTGCCCACTCTCCTGCTGCTCGGGTTCTGAGG„. 
CAGCTTGTCACACCGAGGCGGATTCTCTTTCTCTTTCTCTTTCTCTTCTGGCCCACAGCCGCAGCAATGGCGCTGAGTT 

CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGC ATG GAG CCT OCT GGA 311 

D^GPPPWRSTPRTDVLRLVL 25 
GAG TGG GGG CCT CCT CCC TGG AGA TCC ACC CCC AGA ACC GAC GTC TTG AGG CTG GTG CTG 371 

^^'TFLGAPCYAPALPSCKED 45 
TAT CTC ACC TTC CTG GGA GCC CCC TGC TAC GCC CCA GCT CTG CCG TCC TGC AAG GAG GAC 431 

^YPVGSECCPKCSPGYRVKE 65 
GAG TAC CCA GTG GGC TCC GAG TGC TGC CCC AAG TGC AGT CCA GGT TAT CGT GTG AAG GAG 491 

^CGELTGTVCEPCPPGTYIA 85 
GCC TGC GGG GAG CTG ACG GGC ACA GTG TGT GAA CCC TGC CCT CCA GGC ACC TAC ATT GCC 551 

■^f^^E;^^^^SKCLQCQMCDPAMGL105 
^AC CTC AAT GGC CTA AGC AAG TGT CTG CAG TGC CAA ATG TGT GAC CCA GCC ATG GGC CTG 611 

J|asrncsrtenavcgcspghi25 

mC GCG AGC CGG AAC TGC TCC AGG ACA GAG AAC GCC GTG TGT GGC TGC AGC CCA GGC CAC 671 

i;;S'^^^Q^GDHCAACRAYATSS145 
TGC ATC GTC CAG GAC GGG GAC CAC TGC GCC GCG TGC CGC GCT TAC GCC ACC TCC AGC 731 

i!lGQRVQKGGTESQDTLCQNC165 
CgG GGC CAG AGG GTG CAG AAG GGA GGC ACC GAG AGT CAG GAC ACC CTG TGT CAG AAC TGC 791 

^■'^^ ^GTFSPNGTLEECQHQTNR185 
igC CCG GGG ACC TTC TCT CCC AAT GGG ACC CTG GAG GAA TGT CAG CAC CAG ACC AAC CGA 851 

W W K S Q T D L * 

^T TGG AAA AGT CAG ACA GAC CTC TGA 373 

^TCTCATCCTGGAGCTGCCACCAGCCCAGCCTCCCTGGGACCTGTCTTCACTGCCTGGGGCCCTGGGAGCCAGGGAGG 957 

l^fccCTGAGGCTGAGTGAACACTGGGCGCTGCACCTGCCTCTCCCACGTCCTCGGCCCCACTCCCGCAG^ 1036 

CTGGTGACGAAGGCCGGAGCTGGGACCAGCAGCTCCCACTGGGTATGGTGGTTTCTCTCAGGGAGCCTCGTCATCGTCA 1115 

TTGTTTGCTCCACAGTTGGCCTAATCATATGTGTGAAAAGAAGAAAGCCAAGGGGTGATGTAGTCAAGGTGATCGTCTC 1194 

CATCCAGCGGAAAAGACAGGAGGCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCACG 1273 

GTGGCCGTGGAGGAGACAATACCCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCGACGCC 1352 

AGAGATACCTGGAGCGACGGCTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTCC 1431 

GCCCTGGGCTGGCTTCCGTCTCCTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTGC 1510 

CATTCCCATGGGCCAGTGAGGGCCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGCC 1589 

AGTTGCCCCTCGCTCACAGACCACACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTGTCTGCG 1668 

CGTCTGACTCTTGTGGCCTCAGCAGGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGTG 1747 

TGGTGTTTAGTGGATACCACATCGGAAGTGATTTTCTAAATTGGATTTGAATTCGGCTCCTGTTTTCTATTTGTCATGA 1826 

AACAGTGTATTTGGGGAGATGCTGTGGGAGGATGTAAATATCTTGTTTCTCCTCAAAAAAAAAAAAAAAAAAAAAAAAA 1905 
AAAAAAAAAAAAAAAAAAAAAAAA ^^29 



Figure 1 



PF0002pF00020 PF00020 




Figure 2 



Input file T198sHVEM2; Output File T198sHVEM2 .pat 
Sequence length 159 6 

GTCGACCCACGCGTCCGGATGAAGGACCGCAGCAATGGCGCTGAGTTCCTCTGCTGGAGTTCATCCTGCTAGCTGGGTT 79 



CCCGAGCTGCCGGTCTGAGCCTGAGGC 


M 
ATG 


E 
GAG 


P 
CCT 


P 
CCT 


G 
GGA 


D 
GAC 


W 
TGG 


G 
GGG 


P 
CCT 


P 

CCT 


P 
CCC 


W 
TGG 


R 
AGA 


13 
145 


S T 
TCC ACC 


p 

CCC 


R 
AGA 


T 
ACC 


D 

GAC 


V 
GTC 


L 

TTG 


R 
AGG 


L 
CTG 


V 
GTG 


L 

CTG 


Y 
TAT 


L 
CTC 


T 
ACC 


F 
TTT 


L 
CTG 


G 
GGA 


A 
GCC 


P 
CCC 


33 
205 


C Y 
TGC TAG 


A 
GCC 


P 
CCA 


A 
GCT 


L 
CTG 


P 
CCG 


S 
TCC 


C 
TGC 


K 
AAG 


E 

GAG 


D 
GAC 


E 

GAG 


Y 
TAC 


P 
CCA 


V 
GTG 


G 
GGC 


S 
TCC 


E 

GAG 


C 
TGC 


53 
265 


C P 
TGC CCC 


K 
AAG 


C 
TGC 


S 
AGT 


P 
CCA 


G 
GGT 


Y 
TAT 


R 
CGT 


V 
GTG 


K 
AAG 


E 
GAG 


A 
GCC 


C 
TGC 


G 
GGG 


E 
GAG 


L 
CTG 


T 
ACG 


G 
GGC 


T 
ACA 


73 
325 


V C 
GTG TGT 


E 
GAA 


P 
CCC 


C 
TGC 


P 
CCT 


P 

CCA 


G 
GGC 


T 

ACC 


Y 
TAC 


I 

ATT 


A 
GCC 


H 
CAC 


L 
CTC 


N 
AAT 


G 
GGC 


L 
CTA 


S 
AGC 


K 
AAG 


C 
TGT 


93 
385 


L Q 
CTG CAG 


C 
TGC 


Q 
CAA 


M 
ATG 


C 
TGT 


D 
GAC 


P 
CCA 


A 
GCC 


M 
ATG 


G 
GGC 


L 
CTG 


R 
CGC 


A 
GCG 


S 
AGC 


R 
CGG 


N 
AAC 


C 
TGC 


S 
TCC 


R 
AGG 


113 
445 


^ E 
GAG 


N 
AAC 


A 
GCC 


V 
GTG 


C 
TGT 


G 
GGC 


C 
TGC 


S 
AGC 


P 
CCA 


G 
GGC 


H 
CAC 


F 
TTC 


C 
TGC 


I 
ATC 


V 
GTC 


Q 
CAG 


D 
GAC 


G 
GGG 


D 
GAC 


133 
505 


c 

TGC 


A 
GCC 


A 
GCG 


C 
TGC 


R 
CGC 


A 
GCT 


Y 
TAG 


A 
GCC 


T 
ACC 


S 
TCC 


S 
AGC 


P 
CCG 


G 
GGC 


Q 
CAG 


R 

AGG 


V 
GTG 


Q 
CAG 


K 
AAG 


G 
GGA 


153 
565 


Ml T 

d6e ACC 


E 
GAG 


S 
AGT 


Q 
CAG 


D 
GAC 


T 
ACC 


L 
CTG 


C 
TGT 


Q 
CAG 


N 
AAC 


C 
TGC 


P 
CCC 


P 
CCG 


G 
GGG 


T 
ACC 


F 
TTC 


S 
TCT 


P 
CCC 


N 
AAT 


173 
625 


Gife ACC 


L 
CTG 


E 
GAG 


E 
GAA 


C 
TGT 


Q 

CAG 


H 
CAC 


Q 
CAG 


T 

ACC 


N 
AAT 


W 
TGG 


P 
CCT 


N 
AAT 


H 
CAT 


M 
ATG 


C 
TGT 


E 
GAA 


K 
AAG 


K 
AAG 


193 
685 


m A 

aI^ gcc 


K 
AAG 


G 
GGG 


* 

TGA 
































198 
700 



cl^ACACGGCGGCCCCATCAGGGCTCATGTCCCCAGCCGTC ACCTCTTGGAGCTCTGTCACCCC AAGCCTGGGAGGTGGC 779 

cJcAGAGCTTTTCCAGGATCCGCGGCTCCTCCCAGGGCAGCCACTGCAGGCTGGGGCAGGTGATGTAGTCAAGGTGATC 858 

q^TCCATCCAGCGGAAAAGACAGGAGGCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTC^ 937 

CCACGGTGGCCGTGGAGGAGACAATACCCTCATTCACGGGGAGGAGCCCAAACCACTGACCCAC AGACTCTGCACCCCG 1016 

ACGCCAGAGATACCTGGAGCGACGGCTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGG 1095 

GCTCCGCCCTGGGCTGGCTTCCGTCTCCTCC AGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCA 1174 

CGTGCCATTCCCATGGGCCAGTGAGGGCCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGA 1253 

GCGCCAGTTGCCCCTCGCTC AC AGACCACAC ACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTGT 1332 

CTGCGCGTCTGACTCTTGTGGCCTCAGC AGGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTG 1411 

CAGTGTGGTGTTTAGTGGATACCACATCGGAAGTGATTTTCTAAATTGGATTTGAATTCGGCTCCTGTTTTCTATTTGT 1490 

CATGAAACAGTGTATTTGGGGAGATGCTGTGGGAGGATGTAAATATCTTGTTTCTCCTC AAAAAAAAAAAAAAAAAAAA 1569 

AAAAAAAAAAAAAAAAAAAAAAAAAAA 1596 



Figure 3 
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Figure 4 



Input file SHVEM3; Output File sHVEMS.pat 
Sequence length 2313 



GTCGACCCACGCGTCCGGCTGAGTTCCTCTGGTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCT 79 

MEPPGDWGPPPWRSTPRT 18 
GAGGC ATG GAG COT OCT GGA GAC TGG GGG CCT CCT CCC TGG AGA TCC ACC CCC AGA ACC 138 



D 
GAC 


V 
GTC 


S 
TCG 


R 
AGG 


L 

CTG 


V 
GTG 


L 
CTG 


Y 
TAT 


L 
CTC 


T 
ACC 


F 
TTC 


L 
CTG 


G 
GGA 


A 
GCC 


if 

CCC 


L. 

TGC 


Y 

TAG 


7\ 

A 

GCC 


Jr 

CCA 


GCT 


J o 

198 


L 
CTG 


P 
CCG 


S 
TCC 


C 
TGC 


K 
AAG 


E 
GAG 


D 
GAC 


E 
GAG 


Y 
TAG 


P 

CCA 


V 
GTG 


G 
GGC 


S 
TCC 


E 

GAG 


c 

TGC 


L. 
TGC 


f 

CCC 


IS. 

AAG 


TGC 


a 

AGT 


o o 

258 


P 
CCA 


G 
GGT 


Y 
TAT 


R 
CGT 


V 
GTG 


K 
AAG 


E 
GAG 


A 
GCC 


C 
TGC 


G 
GGG 


E 

GAG 


L 
CTG 


T 
ACG 


G 
GGC 


T 
ACA 


V 
GTG 


c 

TGT 


E 
GAA 


P 

CCC 


ft 
TGC 


/ O 

318 


P 
CCT 


P 
CCA 


G 
GGC 


T 
ACC 


Y 
TAG 


I 
ATT 


A 
GCC 


H 
CAC 


L 
CTC 


N 
AAT 


G 
GGC 


L 

CTA 


S 
AGC 


K 
AAG 


C 
TGT 


L 

CTG 


Q 
CAG 


C 
TGC 


Q 

CAA 


M 
ATG 


98 
378 


C 
TGT 


D 
GAC 


P 
CCA 


A 
GCC 


M 
ATG 


G 
GGC 


L 
CTG 


R 
CGC 


A 
GCG 


S 
AGC 


R 
CGG 


N 
AAC 


C 
TGC 


S 
TCC 


R 
AGG 


T 
ACA 


E 
GAG 


N 
AAC 


A 
GCC 


V 
GTG 


118 
438 


P 


G 
GGC 


C 
TGC 


S 
AGC 


P 
CCA 


G 
GGC 


H 
CAC 


TTC 


C 
TGC 


I 
ATG 


V 
GTC 


Q 
CAG 


D 
GAC 


G 
GGG 


D 
GAC 


H 
CAC 


C 
TGC 


A 
GCC 


A 
GCG 


C 
TGC 


138 
498 




A 
GCT 


Y 
TAG 


A 
GCC 


T 
ACC 


S 
TCC 


S 
AGC 


P 
CCG 


G 
GGC 


Q 
CAG 


R 
AGG 


V 
GTG 


Q 
CAG 


K 
AAG 


G 
GGA 


G 
GGC 


T 
ACC 


E 
GAG 


S 
AGT 


Q 
CAG 


158 
558 


'-^ T L 
C|%€ ACC CTG 


C 
TGT 


Q 
CAG 


N 
AAC 


C 
TGC 


P 
CCC 


P 
CCG 


G 
GGG 


T 
ACC 


F 
TTC 


S 
TCT 


P 
CCC 


N 
AAT 


G 
GGG 


T 
ACC 


L 

CTG 


E 
GAG 


E 
GAA 


178 
618 


f 


Q 

CAG 


H 
CAC 


Q 
CAG 


T 
ACC 


K 
AAA 


K 
AAG 


A 
GCT 


* 

TGA 
























187 
645 



i^GGTCCCACCCTGAGCGGCACCCTGGTCACATGCCTGCGTCCAGGAGAGCTGCAGGGCTGAAGCCTGTGTGCCCCAGAT 724 

i^CCCTTCCATGGGCCCAGACAAAGCCTCATC AGATCTGAGCTTCCTGGAGGCTCAGGATGGGCCTTCCCAGAAGCAG 803 

QifCCAGAGGGAGGCTGCCTCCAGATCCCCTGTCCCCTGGGGCTGTGGGTGTCCCTGAATGTCAGGGCCATGGGAGGGCC 882 

CCbGGGCTTCAGGGGTTGGGGAAAGTGAAC ACTCTGCTCTTTGTCCACCTTCGGGAGGACACCTTCAAATGCTGACCCT 961 

d^X:CCCTAACTGACCTGAGACTTCAGAGCTTCTTGGGAGGAGCTGGGGTCCCCCAGCGGAGCCTGGGATGGAGCAGGG 1040 

4^GGCTGCCCCAGGGAGGGGGCGGTGGGGCCTTCCATCCTGCTCTGCCCTCCTCGTCCTCTGGCCCC AGCTCAGTCCTG 1119 

'i^^ATCTCCAGCTCTAACCATTTTTGTCCCGACACTGGCTCTCCCTCTACCTTCTGTCCTTGTCTGCCACTGGTCTCCC 1198 

(I'^CTCTGGGGTCTCTGCACTGCTGGCTGCCTCCCGCTTCTCTCCCCTCTCCCTCTGCCGTCCTGTCTCCTTTGCCCAG 1277 

'I^CTCCTTGTTTCTCTTCTCCTCCTTCCTTCTCTCCACCTCCCCATAGCCGAGCTTGGAAAAGTCAGACAGACCTCTG 1356 

AGGTCTCATCCTGGAGCTGCCACCAGCCCAGCCTCCCTGGGACCTGTCTTCACTGCCTGGGGCCCTGGGAGCCAGGGAG 1435 

GCTCCCTGAGGCTGAGTGAACACTGGGCGCTGCACCTGCCTCTCCCACGTCCTCGGCCCC ACTCCCGCAGGTGCAGCTG 1514 

GCTGGTGACGAAGGCCGGAGCTGGGACCAGCAGCTCCCACTGGGTATGGTGGTTTCTCTCAGGGAGCCTCGTCATCGTC 1593 

ATTGTTTGCTCCACAGTTGGCCTAATCATATGTGTGAAAAGAAGAAAGCCAAGGGGTGATGTAGTCAAGGTGATCGTCT 1672 

CCGTCC AGCGGAAAAGACAGGAGGC AGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCAC 1751 

GGTGGCCGTGGAGGAGAC AATACCCTCATTCACGGGGAGGAGCCCAAACC ACTGACCCAC AGACTCTGCACCCCGACGC 1830 

CAGAGATACCTGGAGCGACGGCTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTC 1909 

CGCCCTGGGCTGGCTTCCGTCTCCTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTG 1988 

CCATTCCCATGGGCCAGTGAGGGCCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGC 2067 

CAGTTGCCCCTCGCTC AC AGACCACACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCC AGCTGTCTGC 2146 

GCGTCTGACTCTTGTGGCCTCAGCAGGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGT 2225 

GTGGTGTTTAGTGGATACCACATCGGAAGTGATTTTCTAAATTGGATTTGAATTCGGAAAAAAAAAAAAAAAAAAAAAG 2304 

GGCGGCCGC 2313 



Figure 5 




Figure 6 



GTCGACCCACGCGTCCGCACAGCCGCAGCAATGGCGCTGAGTTCCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCG 79 



MEPPGDWGPPPWRS 14 

AGCTGCCGGTCTGAGCCTGAGGC ATG GAG OCT COT GGA GAC TGG GGG COT COT CCC TGG AGA TCC 144 

TPRTDVLRLVLYLTFLGAPC 34 

ACC CCC AGA ACC GAC GTC TTG AGG CTG GTG CTG TAT CTC ACC TTC CTG GGA GCC CCC TGC 204 

YAPALPSCKEDEYPVGSECC 54 

TAG GCC CCA GCT CTG CCG TCC TGC AAG GAG GAC GAG TAG CCA GTG GGC TCC GAG TGC TGC 264 

PKCSPGYRVKEACGELTGTV 74 

CCC AAG TGC AGT CCA GGT TAT CGT GTG AAG GAG GCC TGC GGG GAG CTG ACG GGC AC A GTG 324 

CEPCPPGTYIAHLNGLSKCL 94 

TGT GAA CCC TGC CCT CCA GGC ACC TAC ATT GCC CAC CTC AAT GGC CTA AGC AAG TGT CTG 384 

QCQMCDPAMGLRASRNCSRT114 

CAG TGC CAA ATG TGT GAC CCA GCC ATG GGC CTG CGC GCG AGC CGG AAC TGC TCC AGG ACA 444 

ENAVCGCSPGHFCIVQDGDH134 

AAC GCC GTG TGT GGC TGC AGC CCA GGC CAC TTC TGC ATC GTC CAG GAC GGG GAC CAC 504 

■8fAACRAYATSSPGQRVQKGGl54 

iM: GCC GCG TGC CGC GCT TAC GCC ACC TCC AGC CCG GGC CAG AGG GTG CAG AAG GGA GGC 564 

;! 'A i 

'|£eSQDTLCQNCPPGTFSPNG 174 

^Ifp GAG AGT CAG GAC ACC CTG TGT CAG AAC TGC CCC CCG GGG ACC TTC TCT CCC AAT GGG 624 

ri^LEECQHQTKCSWLVTKAGA 194 

CTG GAG GAA TGT CAG CAC CAG ACC AAG TGC AGC TGG CTG GTG ACG AAG GCC GGA GCT 684 

.GTSSSHWVWWFLSGSLVIVI 214 

qsp ACC AGC AGC TCC CAC TGG GTA TGG TGG TTT CTC TCA GGG AGC CTC GTC ATC GTC ATT 744 

i^CSTVGLIICVKRRKPRGDV 234 

TGC TCC ACA GTT GGC CTA ATC ATA TGT GTG AAA AGA AGA AAG CCA AGG GGT GAT GTA 804 



ItKVIVSVQVLILLPLSLPPP 254 

G*E?: AAG GTG ATC GTC TCC GTC CAG GTA TTG ATC CTC CTC CCC CTC TCC CTC CCC CCT CCA 864 

W'SHLPSPRWGWCFWCTWWGL 274 

CCT TCC CAC CTC CCC TCT CCC CGC TGG GGC TGG TGT TTC TGG TGT ACA TGG TGG GGG CTC 924 



P V L 



278 



CCA GTT CTC TGA 936 

GGGTCCTGAGTCTTTCAAGTAC AGCC ACGGTAGCTCAGGAAAGAACCC ACCCCCTCAAACTGAAAGCAGTAAAATGAAC 1015 

CCGAGAACCTGGAGTCCC AGGGGGGCCTGAGC AGGCAGGGTCTCCACGATTCGTGTGCTCACAGCGGAAAAGAC AGGAG 1094 

GCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCACGGTGGCCGTGGAGGAGACAATAC 1173 

CCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCGACGCCAGAGATACCTGGAGCGACGGCT 1252 

GCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTCCGCCCTGGGCTGGCTTCCGTCTC 1331 

CTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTGCCATTCCCATGGGCCAGTGAGGG 1410 

CCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGCCAGTTGCCCCTCGCTCACAGACC 1489 

AC ACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCC AGCTGTCTGCGCGTCTGACTCTTGTGGCCTC AG 1568 

CAGGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGTGTGGTGTTTAGTGGATACCACAT 1647 

CGGAAGTGATTTTCTAAATTGGATTTGAATTCGGCTCCTGTTTTCTATTTGTCATGAAACAGTGTATTTGGGGAGATGC 1726 

TGTGGGAGGATGTAAATATC TTGTTTCTCCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA^ 1805 

AAAAAAAAAAAAAAAAAAAGGGCGGCCGC 1834 



Figure 7 




Figure 8 



sHVEM_l_n . a . 
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inHVEM_pub . n . a , 



sHVEM_l_n.a. 
sHVEM_2_n . a . 
sHVEM_3_n . a . 
inHVEM_.2_n.a. 
mHVEM pub . n . a . 



sHVEM_l_n , a , 
sHVEM_2_n , a . 
sHVEM_3„n , a . 
mHVEML_2_n , a . 
niHVEM_pub . . a . 



sHVEM„l„n , a . 
sHVEM_2_n . a . 
stft^EM_3_n . a . 
x0fEi/L_2_n . a . 
irirtjrEM pub . n . a , 

si^rEM_l_n . a . 
s;#EM_2_n,a. 
^^yEM_3_n , a . 

niwE M p ub . , a . 

sjH[yEM_l_n . a . 
S^8rEM_2_n . a . 
S5|VEM_3_n . a . 
ic0JEl/l_2_n . a . 
irilM^EM_pub . . a , 

dWJW._l_n , a , 
sHVEM„2„n . a , 
sHVEM_3_n . a . 
inHVEM_2_n , a . 
inHVEM__pub . . a . 



sHVEM_l_n , a . 
sHVEM„2_n . a . 
sHVEM_3_n , a . 
inHVEM_2_n . a . 
mHVEM pub . n . a . 



sHVEM_l_n.a. 
sHVEM_2_n . a . 
sHVEM_3_n , a . 
inHVEM_2_n . a , 
mHVE M p ub . n . a . 



sHVEM_l_n . a . 
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mHVEM pub , n . a . 



1 80 
— GTCG-ACCCACGCGTCCGCTCGGCTTTGCCTGGACAGCTCCTGCCTCCCGCAGGGCCCACCTGTGTCCCCCAGCGCCG 

— GTCG- ACCCACGCGTCC GG ATG A 

— GTCG- ACCCACGCGTCC 

— GTCG-ACCCACGCGTCC GC AC 

CCTTCATACCGGCCCTTCCCCTCGGCTTTGCCTGGACAGCTCCTGCCTCCCGCAGGGCCCACCTGTGTCCCCCAGCGCCG 

81 160 
CTCCACCCAGCAGGCCTGAGCCCCTCTCTGCTGCCAGACACCCCCTGCTGCCCACTCTCCTGCTGCTCGGGTTCTGAGGC 

AGGA 

G 

P^Q 

CTCCACCCAGCAGGCCTGAGCCCCTCTCTGCTGCCAGACACCCCCTGCTGCCCACTCTCCTGCTGCTCGGGTTCTGAGGC 

161 240 
ACAGCTTGTCACACCGAGGCGGATTCTCTTTCTCTTTCTCTTTCTCTTCTGGCCCACAGCCGCAGCAATGGCGCTGAGTT 

CCGCAGCAATGGCGCTGAGTT 

GCTGAGTT 

CCGCAGCAATGGCGCTGAGTT 

ACAGCTTGTCACACCGAGGCGGATTCTCTTTCTCTTTCT CTTCTGGCCCACAGCCGCAGCAATGGCGCTGAGTT 

241 320 
CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGCATGGAGCCTCCTGGAGACTGG 
CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGCATGGAGCCTCCTGGAGACTGG 
CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGCATGGAGCCTCCTGGAGACTGG 
CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGCATGGAGCCTCCTGGAGACTGG 
CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGCATGGAGCCTCCTGGAGACTGG 



321 400 
GGGCCTCCTCCCTGGAGATCCACCCCCAGAACCGACGTCTTGAGGCTGGTGCTGTATCTCACCTTCCTGGGAGCCCCCTG 
GGGCCTCCTCCCTGGAGATCCACCCCCAGAACCGACGTCTTGAGGCTGGTGCTGTATCTCACCTTTCTGGGAGCCCCCTG 
GGGCCTCCTCCCTGGAGATCCACCCCCAGAACCGACGTCTCGAGGCTGGTGCTGTATCTCACCTTCCTGGGAGCCCCCTG 
GGGCCTCCTCCCTGGAGATCCACCCCCAGAACCGACGTCTTGAGGCTGGTGCTGTATCTCACCTTCCTGGGAGCCCCCTG 
GGGCCTCCTCCCTGGAGATCCACCCCCAGAACCGACGTCTTGAGGCTGGTGCTGTATCTCACCTTCCTGGGAGCCCCCTG 



401 480 
CTACGCCCCAGCTCTGCCGTCCTGCAAGGAGGACGAGTACCCAGTGGGCTCCGAGTGCTGCCCCAAGTGCAGTCCAGGTT 
CTACGCCCCAGCTCTGCCGTCCTGCAAGGAGGACGAGTACCCAGTGGGCTCCGAGTGCTGCCCCAAGTGCAGTCCAGGTT 
CTACGCCCCAGCTCTGCCGTCCTGCAAGGAGGACGAGTACCCAGTGGGCTCCGAGTGCTGCCCCAAGTGCAGTCCAGGTT 
CTACGCCCCAGCTCTGCCGTCCTGCAAGGAGGACGAGTACCCAGTGGGCTCCGAGTGCTGCCCCAAGTGCAGTCCAGGTT 
CTACGCCCCAGCTCTGCCGTCCTGCAAGGAGGACGAGTACCCAGTGGGCTCCGAGTGCTGCCCCAAGTGCAGTCCAGGTT 



481 560 
ATCGTGTGAAGGAGGCCTGCGGGGAGCTGACGGGCACAGTGTGTGAACCCTGCCCTCCAGGCACCTACATTGCCCACCTC 
ATCGTGTGAAGGAGGCCTGCGGGGAGCTGACGGGCACAGTGTGTGAACCCTGCCCTCCAGGCACCTACATTGCCCACCTC 
ATCGTGTGAAGGAGGCCTGCGGGGAGCTGACGGGCACAGTGTGTGAACCCTGCCCTCCAGGCACCTACATTGCCCACCTC 
ATCGTGTGAAGGAGGCCTGCGGGGAGCTGACGGGCACAGTGTGTGAACCCTGCCCTCCAGGCACCTACATTGCCCACCTC 
ATCGTGTGAAGGAGGCCTGCGGGGAGCTGACGGGCACAGTGTGTGAACCCTGCCCTCCAGGCACCTACATTGCCCACCTC 



561 640 
AATGGCCTAAGCAAGTGTCTGCAGTGCCAAATGTGTGACCCAGCCATGGGCCTGCGCGCGAGCCGGAACTGCTCCAGGAC 
AATGGCCTAAGCAAGTGTCTGCAGTGCCAAATGTGTGACCCAGCCATGGGCCTGCGCGCGAGCCGGAACTGCTCCAGGAC 
AATGGCCTAAGCAAGTGTCTGCAGTGCCAAATGTGTGACCCAGCCATGGGCCTGCGCGCGAGCCGGAACTGCTCCAGGAC 
AATGGCCTAAGCAAGTGTCTGCAGTGCCAAATGTGTGACCCAGCCATGGGCCTGCGCGCGAGCCGGAACTGCTCCAGGAC 
AATGGCCTAAGCAAGTGTCTGCAGTGCCAAATGTGTGACCCAGCCATGGGCCTGCGCGCGAGCCGGAACTGCTCCAGGAC 



641 720 
AGAGAACGCCGTGTGTGGCTGCAGCCCAGGCCACTTCTGCATCGTCCAGGACGGGGACCACTGCGCCGCGTGCCGCGCTT 
AGAGAACGCCGTGTGTGGCTGCAGCCCAGGCCACTTCTGCATCGTCCAGGACGGGGACCACTGCGCCGCGTGCCGCGCTT 
AGAGAACGCCGTGTGTGGCTGCAGCCCAGGCCACTTCTGCATCGTCCAGGACGGGGACCACTGCGCCGCGTGCCGCGCTT 
AGAGAACGCCGTGTGTGGCTGCAGCCCAGGCCACTTCTGCATCGTCCAGGACGGGGACCACTGCGCCGCGTGCCGCGCTT 
AGAGAACGCCGTGTGTGGCTGCAGCCCAGGCCACTTCTGCATCGTCCAGGACGGGGACCACTGCGCCGCGTGCCGCGCTT 



721 800 
ACGCCACCTCCAGCCCGGGCCAGAGGGTGCAGAAGGGAGGCACCGAGAGTCAGGACACCCTGTGTCAGAACTGCCCCCCG 
ACGCCACCTCCAGCCCGGGCCAGAGGGTGCAGAAGGGAGGCACCGAGAGTCAGGACACCCTGTGTCAGAACTGCCCCCCG 
ACGCCACCTCCAGCCCGGGCCAGAGGGTGCAGAAGGGAGGCACCGAGAGTCAGGACACCCTGTGTCAGAACTGCCCCCCG 
ACGCCACCTCCAGCCCGGGCCAGAGGGTGCAGAAGGGAGGCACCGAGAGTCAGGACACCCTGTGTCAGAACTGCCCCCCG 
ACGCCACCTCCAGCCCGGGCCAGAGGGTGCAGAAGGGAGGCACCGAGAGTCAGGACACCCTGTGTCAGAACTGCCCCCCG 
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801 880 

sHVEM_l„n , a . GGGACCTTCTCTCCCAATGGGACCCTGGAGGAATGTCAGCACCAGACCAAC 

sHVEM_2_n . a . GGGACCTTCTCTCCCAATGGGACCCTGGAGGAATGTCAGCACCAGACCAA 

sHVEM„3_n . a . gggaccttctctcccaatgggaccctggaggaatgtcagcaccagaccaaaaaggcttgaaggtcccaccctgagcggca 

inHVEM_2_n . a , GGGACCTTCTCTCCCAATGGGACCCTGGAGGAATGTCAGCACCAGACCAA 

mHVEM pub . n . a . GGGACCTTCTCTCCCAATGGGACCCTGGAGGAATGTCAGCACCAGACCAA 

881 960 

sHVEM_l_ji .a. 

sHVEM_2_n.a. 

sHVEM_3_n . a . CCCTGGTCACATGCCTGCGTCCAGGAGAGCTGCAGGGCTGAAGCCTGTGTGCCCCAGATAACCCCTTCCATGGGCCCAGA 

inHVEM_2_n.a. 

inHVEM_pub. n,a. 

961 1040 

sHVEl^l„n .a- 

sHVEM„2_n .a. 

SHVEM_3_n , a . CAAAGCCTCATCAGATCTGAGCTTCCTGGAGGCTCAGGATGGGCCTTCCCAGAAGCAGGCCCAGAGGGAGGCTGCCTCCA 

mHVEM_2_n .a. 

mHVEM pub. n.a. 

1041 1120 

sl|fEM_l_n .a. 

s!#EM_2_n .a. 

sH^EM_3_n . a . GATCCCCTGTCCCCTGGGGCTGTGGGTGTCCCTGAATGTCAGGGCCATGGGAGGGCCCCTGGGCTTCAGGGGTTGGGGAA 

inpVEM_2_n.a- 

mi#EM_^ub . .a. 

1121 1200 

s-i^EM_l_n .a. 

sflTO&l_2„n.a. 

stfVEM_3_n . a . AGTGAACACTCTGCTCTTTGTCCACCTTCGGGAGGACACCTTCAAATGCTGACCCTGGGCCCCTAACTGACCTGAGACTT 

iri|^yEM_2_n .a. 

ir^EM pub. ^n.a. 

J 1201 1280 

^ffemM_l_n ,a. 

sSl3^EM_2_n .a. 

3l$Vm_3„n , a , CAGAGCTTCTTGGGAGGAGCTGGGGTCCCCCAGCGGAGCCTGGGATGGAGCAGGGATGGCTGCCCCAGGGAGGGGGCGGT 

irjWEM_2_n .a. 

niliVEM pub. n.a. 

1281 1360 

sHVEM_l_n .a. 

sHVEM_2_n .a. 

sHVEM_3„n . a . GGGGCCTTCCATCCTGCTCTGCCCTCCTCGTCCTCTGGCCCCAGCTCAGTCCTGTCCATCTCCAGCTCTAACCATTTTTG 

inHVEM_2_n .a. 

mHVE M p ub. ^n.a. 

1361 1440 

sHVEM_l_n .a. 

sHVEM_2„n .a. 

sHVEM_3_n . a . tCCCGACACTGGCTCTCCCTCTACCTTCTGTCCTTGTCTGCCACTGGTCTCCCGTGCTCTGGGGTCTCTGCACTGCTGGC 

inHVEM_2_n ,a. 

mHVE M p ub . .a. 



1441 1520 

sHVEM_l_n .a, 

sHVEM„2_n .a. 

sHVEM_3_n . a . TGCCTCCCGCTTCTCTCCCCTCTCCCTCTGCCGTCCTGTCTCCTTTGCCCAGTCTCTCCTTGTTTCTCTTCTCCTCCTTC 

inHVEM_2_n.a. 

mHVEM pub . .a. 
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1521 



sHVEM_l_n . a . 
sHVEM_2_n . a . 
sHVEM_3_n . a . 
mHVEM_2_n . a . 
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sHVEM_l_n . a . 
sHVEM_2_n . a . 
sHVEM_3_n , a . 
inHVEM_2_n . a . 
mHVEM pub - n . 



s^^EM_l_n . a . 
sWEM_2_n . a . 
s^rEM;„3„n . a . 
ii^irw_2_n . a . 
n^j^EM pub. 



^'^jrw_l_n . a . 
sWEM_2_n . a . 
s:^dOTl_3_n . a . 
niiiS^EM_2_n . a . 
isiHVEM_pub. ^n.a. 

Jffi^EM_l_n . a . 
4^^EM_2__n.a. 
^J#EM_3„n.a. 
i]iHVEM__2_n.a. 
rtjJ^I/EM_pub . n . a . 



sHVEM_l_n . a . 
sHVEM_2_n . a . 
sHVEM_3_n . a . 
inHVEM_2_n . a . 
mHVEM pub . n . a . 



sHVEM_l_n , a . 
sHVEM_2_n . a , 
sHVEM__3_n . a , 
inHVEM_2__n , a . 
niHVEM_pub . n . a . 



sHVEM_l„n . a , 
sHVEM_2_n . a . 
sHVEM_3_n.a. 
inHVEM_2_n . a . 
ltiHVEM_pub . n . 



1600 

-CGAGCTTGGAAAAGTCAGACAGACCTCTGAGGTCTCATCCTGGAGCTGCCACCAGCCC 



CTTCTCTCCACCTCCCCATAGCCGAGCTTGGAAAAGTCAGACAGACCTCTGAGGTCTCATCCTGGAGCTGCCACCAGCCC 



1601 1680 
AGCCTCCCTGGGACCTGTCTTCACTGCCTGGGGCCCTGGGAGCCAGGGAGGCTCCCTGAGGCTGAGTGAACACTGGGCGC 

AGCCTCCCTGGGACCTGTCTTCACTGCCTGGGGCCCTGGGAGCCAGGGAGGCTCCCTGAGGCTGAGTGAACACTGGGCGC 

G 

G 

1681 1760 
TGCACCTGCCTCTCCCACGTCCTCGGCCCCACTCCCGCAGGTGCAGCTGGCTGGTGACGAAGGCCGGAGCTGGGACCAGC 

TGCACCTGCCTCTCCCACGTCCTCGGCCCCACTCCCGCAGGTGCAGCTGGCTGGTGACGAAGGCCGGAGCTGGGACCAGC 

TGCAGCTGGCTGGTGACGAAGGCCGGAGCTGGGACCAGC 

TGCAGCTGGCTGGTGACGAAGGCCGGAGCTGGGACCAGC 

1761 1840 
AGCTCCCACTGGGTATGGTGGTTTCTCTCAGGGAGCCTCGTCATCGTCATTGTTTGCTCCACAGTTGGCCTAATCATATG 

TTG GCCTAATCATATG 

AGCTCCCACTGGGTATGGTGGTTTCTCTCAGGGAGCCTCGTCATCGTCATTGTTTGCTCCACAGTTGGCCTAATCATATG 
AGCTCCCACTGGGTATGGTGGTTTCTCTCAGGGAGCCTCGTCATCGTCATTGTTTGCTCCACAGTTGGCCTAATCATATG 
AGCTCCCACTGGGTATGGTGGTTTCTCTCAGGGAGCCTCGTCATCGTCATTGTTTGCTCCACAGTTGGCCTAATCATATG 

1920 



-CTCATGTCCCCAGCCG 



1841 

TGTGAAAAGAAGAAAGCCAAGGGGTGATGTAGTCAAGGTGATCGTCTCCATC 

TGTGAAAAGAAGAAAGCCAAGGGGTGA-GCA--CACGG CGGCCCCATCAGGG 

TGTGAAAAGAAGAAAGCCAAGGGGTGATGTAGTCAAGGTGATCGTCTCCGTC 

TGTGAAAAGAAGAAAGCCAAGGGGTGATGTAGTCAAGGTGATCGTCTCCGTCCAGGTATTGATCCTCCTCCCCCTCTCCC 
TGTGAAAAGAAGAAAGCCAAGGGGTGATGTAGTCAAGGTGATCGTCTCCGTC 



1921 



2000 



TCACCTCTTGG AGCTCTG-TCACCCCAA GCCTGG GAGGTGGC-CCCAGAGCTT 

TCCCCCCTCCACCTTCCCACCTCCCCTCTCCCCGCTGGGGCTGGTGTTTCTGGTGTACATGGTGGGGGCTCCCAGTTCTC 

2001 2080 

TTCCAGGATCCGCGGCTCCTCCCAGGGCAGCCACTG CAGG CTGGG-GCAGG 

TG — AGGGTCCTGAG-TCTTTCAAGTACAGCCACGGTAGCTCAGGAAAGAACCCACCCCCTCAAACTGAAAGCAGTAAAA 



2081 

TGA TGTAGTC--AAGG TGATC G-TCTCCA- 



2160 

CAGCGGAAAAGACA 

TC -CAGCGGAAAAGACA 

CAGCGGAAAAGACA 

TGAACCCGAGAACCTGGAGTCCCAGGGGGGCCTGAGCAGGCAGGGTCTCCACGATTCGTGTGCTCACAGCGGAAAAGACA 
CAGCGGAAAAGACA 

2161 2240 
GGAGGCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCACGGTGGCCGTGGAGGAGACAA 
GGAGGCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCACGGTGGCCGTGGAGGAGACAA 
GGAGGCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCACGGTGGCCGTGGAGGAGACAA 
GGAGGCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCACGGTGGCCGTGGAGGAGACAA 
GGAGGCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCACGGTGGCCGTGGAGGAGACAA 
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2241 2320 
TACCCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCGACGCCAGAGATACCTGGAGCGACGG 
TACCCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCGACGCCAGAGATACCTGGAGCGACGG 
TACCCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCGACGCCAGAGATACCTGGAGCGACGG 
TACCCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCGACGCCAGAGATACCTGGAGCGACGG 
TACCCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCGACGCCAGAGATACCTGGAGCGACGG 
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sHVEM_2_n . a , 
sHVEM_3_n.a. 
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mHVE M p ub . _ 
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s|ifEM_2_n . a . 
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sHVEM_l_n . a . 
sHVEM_2_n , a . 
sHVEM_3_n . a . 
inHVEM_2_n . a . 
mHVE M p ub. . a . 



sHVEM_l_n . a . 
sHVEM_2_n.a. 
sHVEM_3_n . a . 
inHVEM„2„n . a . 
mHVEM pub , n . 



2321 2400 
CTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTCCGCCCTGGGCTGGCTTCCGTCT 
CTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTCCGCCCTGGGCTGGCTTCCGTCT 
CTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTCCGCCCTGGGCTGGCTTCCGTCT 
CTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTCCGCCCTGGGCTGGCTTCCGTCT 
CTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTCCGCCCTGGGCTGGCTTCCGTCT 

2401 2480 
CCTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTGCCATTCCCATGGGCCAGTGAGGG 
CCTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTGCCATTCCCATGGGCCAGTGAGGG 
CCTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTGCCATTCCCATGGGCCAGTGAGGG 
CCTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTGCCATTCCCATGGGCCAGTGAGGG 
CCTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTGCCATTCCCATGGGCCAGTGAGGG 

2481 2560 
CCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGCCAGTTGCCCCTCGCTCACAGACCA 
CCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGCCAGTTGCCCCTCGCTCACAGACCA 
CCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGCCAGTTGCCCCTCGCTCACAGACCA 
CCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGCCAGTTGCCCCTCGCTCACAGACCA 
CCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGCCAGTTGCCCCTCGCTCACAGACCA 

2561 2640 
CACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTGTCTGCGCGTCTGACTCTTGTGGCCTCAGCA 
CACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTGTCTGCGCGTCTGACTCTTGTGGCCTCAGCA 
CACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTGTCTGCGCGTCTGACTCTTGTGGCCTCAGCA 
CACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTGTCTGCGCGTCTGACTCTTGTGGCCTCAGCA 
CACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTGTCTGCGCGTCTGACTCTTGTGGCCTCAGCA 

2641 2720 
GGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGTGTGGTGTTTAGTGGATACCACATCGG 
GGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGTGTGGTGTTTAGTGGATACCACATCGG 
GGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGTGTGGTGTTTAGTGGATACCACATCGG 
GGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGTGTGGTGTTTAGTGGATACCACATCGG 
GGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGTGTGGTGTTTAGTGGATACCACATCG^ 

2721 2800 
AAGTGATTTTCTAAATTGGATTTGAATTCGGCTCCTGTTTTCTATTTGTCATGAAACAGTGTATTTGGGGAGATGCTGTG 
AAGTGATTTTCTAAATTGGATTTGAATTCGGCTCCTGTTTTCTATTTGTCATGAAACAGTGTATTTGGGGAGATGCTGTG 

AAGTGATTTTCTAAATTGGATTTGAATTCGG 

AAGTGATTTTCTAAATTGGATTTGAATTCGGCTCCTGTTTTCTATTTGTCATGAAACAGTGTATTTGGGGAGATGCTGTG 
AAGTGATTTTCTAAATTGGATTTGAATTCCGGTCCTGTCTTCTATTTGTCATGAAACAGTGTATTTGGGGAGATGCTGTG 

2801 2880 

GGAGGATGTAAATATC TTGTTTCTCCTC AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA;^ 

GGAGGATGTAAATATCTTGTTTCTCCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAA 

GGAGGATGTAAATATCTTGTTTCTCCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
GGAGGATGTAAATATCTTGTTTCTCCTCAAAAAAAAAAAAAAAAAAAAAAAAAA 
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GGGCGGCCGC 

AAAAAAAAAAAAAAGGGCGGCCGC 
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1 80 
MEPPGDWGPPPWRSTPRTDVLRLVLYLTFLGAPCYAPALPSCKEDEYPVGSECCPKCSPGYKVKEACGELTGTVCEPCPP 
MSPPGDWGPPPWRSTPRTDVLRLVLYLTFLGAPCYAPALPSCKEDEYPVGSECCPKCSPGYRVKEACGELTGTVCEPCPP 
MEPPGDWGPPPWRSTPRTDVSRLVLYLTFLGAPCYAPALPSCKEDEYPVGSECCPKCSPGYRVKEACGELTGTVCEPCPP 
MEPPGDWGPPPWRSTPRTDVLRLVLYIiTFLGAPCYAPALPSCKEDEYPVGSECCPKCSPGYRVKEACGELTGTVCEPCPP 
MEPPGDWGPPPWRSTPRTDVLRLVLYLTFLGAPCYAPALPSCKEDEYPVGSECCPKCSPGYRVKEACGELTGTVCEPCPP 

81 160 
GTYIAHLNGLSKCLQCQMCDPAMGLRASRNCSRTENAVCGCSPGHFCIVQDGDHCAACRAYATSSPGQRVQKGGTESQDT 
GTYIAHLNGLSKCLQCQMCDPAMGLRASRNCSRTENAVCGCSPGHFCIVQDGDHCAACRAYATSSPGQRVQKGGTESQDT 
GTY I AHLNGL SKCLQCQMCDPAMGLRASRNC SRTENAVCGC S PGHFC IVQDGDHCAACRAYATS S PGQRVQKGGTESQDT 
GTYIAHLNGLSKCLQCQMCDPAMGLRASRNCSRTENAVCGCSPGHFCIVQDGDHCAACRAYATSSPGQRVQKGGTESQDT 
GTYIAHLNGLSKCLQCQMCDPAMGLRASRNCSRTENAVCGCSPGHFCIVQDGDHCAACRAYATSSPGQRVQKGGTESQDT 

161 240 

LCQNCPPGTFSPNGTLEECQHQTNRAWKSQTDL 

LCQNCPPGTFSPNGTLEECQHQTNWPNHMCEKKKAKG 

LCQNCPPGTFSPNGTLEECQHQTKKA 

LCQNCPPGTFSPNGTLEECQHQTKCSWLVTKAGAGTSSSHWWWFLSGSLVIVIVCSTVGLIICVKRRKPRGDV^ 
LCQNCPPGTFSPNGTLEECQHQTKCSWLWKAGAGTSSSHWVWWFLSGSLVIVIVCSTVGLIICVKRRKPRGDVVKVIVS 

241 283 



VQVLILLPLSLPPPPSHLPSPRWGWCFWCTWWGLPVL 

VQRKRQEAEGEATVIEALQAPPDVTTVAVEETI PSFTGRSPNH 



Figure 10 



